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5. GENOME-WIDE SNP ANALYSIS REVEAL GENETIC STRUCTURE
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Branches with bootstrap PCA clearly separated the Three main varietal lineages and one conditional The heat map supports the separation of
support (1000) major varietal groups ancestry component consistent with admixture KR/MS/MC from TC/AB groups
KEY TAKE-HOME Gi ide SNP markers effectively resolve genetic relationships and reveal admixed ancestry in sago palm. o o Ej“”;"’mpzs"" “‘;"‘ﬂg:"‘ﬁ"‘
curate varietal authentication
MESSAGE These markers provide a robust foundation for varietal ication, and future breeding strategies.
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