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GRAPHICAL ABSTRACT

Virtual Screening, Molecular Docking, and Molecular Dynamics Simulation of Bioactive
Compounds from Various Indonesian Medicinal Plants as Potential Inhibitors of Human
Papillomavirus Type 16 E6 Protein in Cervical Cancer Development

Arief Hidayatullah, Diana Widiastuti, Wira Eka Putra*, Muhaimin Rifa’i, Muhammad Fikri Heikal,
Sustiprijatno
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