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GRAPHICAL ABSTRACT
A Meta-Analysis Approach to Understanding Stress Response and Cross-Protection

in Escherichia coli
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Dataset Selection
oxidative Datasets were selected in NCBI-GEQ repository based on criteria.
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‘ RMA normalization, probe filtering, and mapping to gene symbols in R
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Differentially Expressed Genes (DEGs) Identification

Significant DEGs: p-value < 0.05, FDR < 0.05, fold change > 2
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Clustering & Visualization

K-means and hierarchical clustering to explore gene expression patterns
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Functional Enrichment

GO and KEGG pathway analysis via STRING; protein interaction networks
via Cytoscape

© Penerbit Universiti Sains Malaysia 2026



